PETET Jennifer.Flechsler@ur.de
j [T CrotcoA _islandicus_00919
') w Fri Feb 27 14:20:32 GMT
_\ Date 2015
WEEEE sdc3647cadad9es6

Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

PRV YTPYTSLENGYDPMEVKRI LVVGAGVMGHGI AQVAAMSGFNVRLI DI KEEFLERALSR

Secondary . } )
— — RARAARAARARE e AAARAARANA

structure -
SS [} | ——— EE I 2NN I

confidence
Disorder 2 2 —2 2?23?2222 ?21?2??2?
Disorder B | |

confidence

Conserved

Domain
info

L7080 ... ... .90 . ... ... .1000. ... ...o.100. . ... ... .120

P RESLEKLQAKGKLKESPEVVLSRI ETMVANPEDEESYAKAAKDI DFMI EAVPEI LELKQ
2econdaly ARARARARARA —— ARRARRRARRARANR ARAAA sy ———AAAAR

structure

. _— L I L L I

Disorder 2222722 22222272 12

Dl.SOrder I EEm - | B |
confidence
Conserved

Domain
info

. . . ., . . . J130. . . ., . . . .. . . ., . . . .250. . . ., . . . 160 . . . ., . . . .170. . . ., . . . .18
PSS! FRTI DKYAPKHAI LTSNTSSIPITEI AKATQRPEKVAGMHFFNPPVI LKLVEVI KGEK
Secondary, g g AARRARA —_— AARAAAA — ARN — ——

structure T—
SS
confidence
Disorder
confidence
Conserved
Domain
info

L. ... ... 0190 . ..., L.200 . ..., .210. ..., L2200. . ... ...2300. . .., ...L240
P TSDETVNVI VELAKKMGKVPI VVKKDVPGFI VNRVMARFLNEGCWAVERGLYTMEQVDAA
Pecondary — ARARAARARAARAN —smm—p ARAARRARAAAARRRARRAN RRRRRAR

structure

SS
confidence

Disorder
confidence
Conserved

Domain
info

L. . ... .. .250 . . . .. . . . .20 . . . ... . . . .20 . . . ... . . . .280 . . . ... . . . .20 . . . ... . . . .30
P FRYKLNFPMGAFELADYVGLDVLYHLMKAMKERGMNLTI CPKFEQMVKENKLGVKSGEGF
Secondary mem AARAAAARARAARARARARRAR — AARAARAN '
structurem _— |
SS
confidence
Disorder ?
confidence
Conserved
Domain
info

L0310 . . . .. ... 03200 . ... ... .3300. . ... ... 3800 . . .. . .. .30 . . . ... . . . .360

P Y KYPAPGKYKKPSI PASAAEGVDYVYLI DSAI NEGVWLVENEVAGVEDVDQATVLGLNLP
Pecondary. ey ARAARRARAARARRRARRN ARARRRRRRN

structure



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

SS
confidence
Disorder

Disorder
confidence
Conserved

Domain
info

.. . . . . . . .30. . . ., . . . .380. . . ., . . . .3. . . ., . . . .40. . . ., . . . .40 . . . ., . . . .40
P MGl LKLGDFLGLDNVLQSLQEKTSLADDYKPNNLLVRMVKENKLGVKSGEGFYKYELKEE
Secondary, g uamAAR  AARARAARAARAAAA — LLLLLLTYY

structure

SS

confidence
Disorder 2272 ? —? —
confidence
Conserved
Domain
info

.. . ... . . . .43 . . . ., . . . .40. . . ., . . . .40 . . . ., . . . .40. . . ., . . . .40. . . ., . . . .48
PSS DRGEI KVRREGETLWI VFNRPKQRNALTPQLLLKAKEAMEEACNDEKVKVVI LTGEDVFS
Secondar - . ;

v —_— RANASANARRRNANN—— ——— -

structure
confidence

Disorder
confidence
Conserved

Domain e . .
info

.. . . . . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .50 . . . .., . . . .53. . . .., . . . .-540
M AGFDLTYMSKVEPKRAPI EVAGPFI QLGESVENCSKPVI AFI RGYALGGGLEVAMMADLR
. ——— ARMRARAARAARARAARARRA — —— AARAARARRARRAR
structure m —
SS
confidence
Disorder 22272
_ |
confidence
Conserved
Domain o o o o . . . ° o ° o
info

. . . ., . . . .55 . . . ., . . . .50. . . ., . . . .50. . . ., . . . .50. . . ., . . . .5. . . .., . . . .60
SRy L ATEDALLGQPEI NVGI | PGGGGTQRLPRYVGLGRAMEMI LLGDMI DARTAKEWGLVNWV
Secondary _ -

:» - RRR RRAARRAR  RRRRRRRRR ARARAAR AR

structure

)
confidence

Disorder

Disorder
confidence
Conserved

Domain.o e o o o o o ) e o o o o o o e o o o . . .

info

.. . .. . . . .60 . . . .., . . . .620. . . ., . . . .63 . . . .., . . . .60 . . . ., . . . .65 . . . .., . . . .660
P VPKRVADAEI RLVASKLASKPPI ALAAAKEAVRASLEVPLKEGLKLEAEAFARVLSTQDA
Secondary) g q aAAAAAAAAARAAA — AAAAAAAAAAAAAAA —AAAARAAARAAAAARRA —
structure m
SS
confidence
Disorder ??
—
confidence
Conserved
Domain . oo
info

L. ... .oe70 . .,
PR REGI TAFLEKRKPNFKGE
>econdaly RAARAAAARA —

structure

SS I 0 S .
confidence

Disorder 2222727272




Disorder I N 42 0
confidence
Conserved

Domain
info

Confidence Key

CDD sites
High(9) . su.bstra.te binding site Low (0)
. trimer interface
oxyanion hole (OAH) forming residues

? Disordered ( 8%)
A% Alpha helix ( 51%)
iy Beta strand ( 9%)



